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Amino Acid j — 1 

Position 45 46 47 48 49 50 51 52 53 54 55 56 

Sequence AFLGYKAGMTHI 

Nucleotide GCC TTT CTG GGT TAC AAG GCT GGC ATG ACC CAC ATC 
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FIGURE ISC 



Influenza Specific Cytolytic Activity of CD4+ 
CD45RA+ Human T Cells Stimulated in the Presence 
ofIL-12 andIL-18. 
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FIGURE VS 



Herceptin (anti- Her2/neu) antibody sensitizes SK-BR-3 cells 
to antibody-dependent cellular cytotoxicity (ADCC) 
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